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Phe 


Thr 


Glu 


Ser 


Leu 


His 


Tyr 


Tyr 


Ser 


Thr 


Leu 


Phe 


Asp 


306 




450 










455 










460 










309 


Ser 


Leu 


Glu Gly 


Ala 


Pro 


Ser 


Ser 


Gin Asp 


Lys 


Val 


Met 


Ser 


Glu 


Val 


310 


465 










470 










475 










480 


313 


Tyr 


Leu 


Gly Lys 


Gin 


He 


Cys 


Asn 


Leu 


Val 


Ala 


Cys 


Glu 


Gly 


Pro 


Asp 


314 










485 










490 










495 




317 


Arg Val 


Glu Arg 


His 


Glu 


Thr 


Leu 


Ser 


Gin 


Trp 


Ser 


Asn 


Arg 


Phe 


Gly 


318 








500 










505 










510 






321 


Ser 


Ser 


Gly Phe 


Ala 


Pro 


Ala 


His 


Leu Gly 


Ser 


Asn 


Ala 


Phe 


Lys 


Gin 


322 






515 










520 










525 








325 


Ala 


Ser 


Thr 


Leu 


Leu 


Ala 


Leu 


Phe 


Asn Gly 


Gly 


Glu 


Gly 


Tyr 


Arg 


Val 


326 




530 










535 










540 










329 


Glu 


Glu 


Asn 


Asn 


Gly 


Cys 


Leu 


Met 


Leu 


Ser 


Trp 


His 


Thr 


Arg 


Pro 


Leu 


330 


545 










550 










555 










560 


333 


He 


Thr 


Thr 


Ser 


Ala 


Trp 


Lys 


Leu 


Ser 


Ala 


Val 


His 










334 










565 










570 














337 


<210> SEQ ID NO 


: 3 
























338 


<211> LENGTH: 1779 
























339 


<212> TYPE: 


DNA 


























340 


<213> ORGANISM: 


Brassica napus 


















343 


<220> FEATURE: 


























344 


<221> NAME /KEY : 


CDS 
























345 


<222> LOCATION: 


(60) 


. . (1778) 




















347 


<400> SEQUENCE: 


3 
























348 


caacccagaa caaaaccaga ccgatctgag agattaacta 


tatcttaacc agatcagaa 


350 


atg 


aag 


agg 


gat 


ctt 


cat 


cag 


ttc 


caa 


ggt 


ccc 


aac 


cac 


ggg 


aca 


tea 


351 


Met 


Lys 


Arg 


Asp 


Leu 


His 


Gin 


Phe 


Gin 


Gly 


Pro 


Asn 


His 


Gly 


Thr 


Ser 


352 


1 








5 










10 










15 




354 


ate 


gec 


ggt 


tct 


tec 


act 


tct 


tec 


cct 


gcg 


gtg 


ttt 


ggt 


aaa 


gac 


aag 


355 


He 


Ala 


Gly 


Ser 


Ser 


Thr 


Ser 


Ser 


Pro 


Ala 


Val 


Phe 


Gly 


Lys 


Asp 


Lys 


356 








20 










25 










30 






358 


atg 


atg 


atg 


gtc 


aaa 


gaa 


gaa 


gaa 


gac 


gac 


gag 


ctt 


eta 


gga 


gtc 


ttg 


359 


Met 


Met 


Met 


Val 


Lys 


Glu 


Glu 


Glu 


Asp 


Asp 


Glu 


Leu 


Leu 


Gly 


Val 


Leu 


360 






35 










40 










45 








362 


ggt 


tac 


aag 


gtt 


agg 


tct 


teg 


gag 


atg 


get 


gag 


gtt 


gcg 


ttg 


aaa 


etc 


363 


Gly 


Tyr 


Lys 


Val 


Arg 


Ser 


Ser 


Glu 


Met 


Ala 


Glu 


Val 


Ala 


Leu 


Lys 


Leu 


364 




50 










55 










60 










366 


gag 


cag 


ctt 


gag 


acg 


atg 


atg 


ggt 


aac 


get 


caa 


gaa 


gac 


ggt 


tta 


get 


367 


Glu 


Gin 


Leu 


Glu 


Thr 


Met 


Met 


Gly 


Asn 


Ala 


Gin 


Glu 


Asp 


Gly 


Leu 


Ala 


368 


65 










70 










75 










80 


370 


cac 


etc 


gcg 


acg 


gat 


act 


gtt 


cat 


tac 


•aac 


ccc 


get 


gag 


ctt 


tac 


teg 


371 


His 


Leu 


Ala 


Thr 


Asp 


Thr 


Val 


His 


Tyr 


Asn 


Pro 


Ala 


Glu 


Leu 


Tyr 


Ser 


372 










85 










90 










95 




374 


tgg 


ctt 


gat 


aac 


atg 


etc 


acg 


gag 


ctt 


aac 


cca 


ccc 


get 


gca 


acg 


acc 



59 
107 



155 



203 



251 



299 



347 



395 
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RAW SEQUENCE LISTING ERROR SUMMARY 
PATENT APPLICATION: US/10/030 , 194B 



DATE: 11/13/2006 
TIME: 12:30:19 



Input Set : A:\218874US0PCT.txt 

Output Set: N:\CRF4\11132006\J030194B.raw 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields ofj each sequence which presents at least one n or Xaa. 

Seq#:5; Xaa Pos . 3 
Seq# : 6 ; Xaa Pos . 3,6 
Seq# : 7 ; Xaa Pos . 3,6 
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VERIFICATION SUMMARY DATE: 11/13/2006 

PATENT APPLICATION: US/10/030 , 194B TIME: 12:30:19 

Input Set : A:\218874US0PCT.txt 

Output Set: N:\CRF4\11132006\J030194B.raw 

L:16 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:662 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:5 after pos . : 0 
L:687 M:341 W: (46) "n M or "Xaa" used, for SEQ ID#:6 after pos . : 0 
L:712 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:7 after pos . : 0 
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